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ora t uRonn (Deinitlon of Chromosome) 

1. A Ffa (Self replication) tit ti 
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(b)fA a (Non histone proteins): 3 rar aa di afiranien 374 (Acidic 

(a)Deoxyribonucleic acid (DNA), TA 
(b) Riboaucleic acid (RNA) 

DNA DNA À U SIaAÀ (Link) 

(C.C.S.U. Meerut 1997, 98, 2000, 02) 

Rais qr ai raT (Structure of eukaryotic chromosome) 

3. 

DNA 3f f s ETd  Td DNASfs r Frsa Tightly packod ooils of 

4. TUrE Rg yTuts FigrA (Centromere or primary constriction): fin Ti y 

(a) (Monocentric) : TTF Å TT 
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Telomere (e) (Acentric) : 
Chromosome Arm 
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HT ET Ti Anaphase stage Metaphase 
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5. Kinetochores) iT faTA 
Prophase 37AITN 37}À etar (r Centromere Regon 

of chromosome Kinetochore 

feftra i cfes 11.2) 
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f 11.2 T eAT 
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ATRAT (Utrastructare) : DNA A: Teomere) $ diq E (Nucleotides) 

(Vertebrates) qs a stdratan fgdAL, (Trpanasoma), 
ga i è Guamine (G) DNA R i (Single stranded) & I DNA Hair 

fraisqas (Secoadary aad tertiary caastrictioas): sfs 

8. F Necleolar organizer region): F0 faia KFi * DNA 18S g 

TE 4 qa da 13, 14, 15, 21 2z d dm d 

TOrAt eae (Utrastructure of Chromosome) 

adoiA ia (Nucleosome model) 
TTE ia stse aTO o do ato uar (r. D. Korabery and 1. O. 

Thoma)1974 uagu fru estaa Nucleosome) T m Oudet d fre 
(1975) f T 

r Nucleowome)ddI FI 11 nm 110 A dmtà 10 nm Fibere) d d 

arr a Liaker DNA gu md 
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Histone core 
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CSupercoiled 
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D 
B 30nm Chromatin 

[Most Abundant form of Chrometin 

in the Interphase Nucleus] 
110A 

11.3 ai (10.am B. 30 nm . is (Solenoid), D. ter r 

30 nm (Nonhisione) 3R (Axis) Td st : Freftm R 7o0.nm 

1. T oha a 3wet fa aMetabolic activitie) fra d 

3. F N Hereditary informations) afA TE i 
4. fa sf en TTal 1 afkI T ÀT (Nucleolar organizer region)&fk 

S. 

7. Tq Repetitive DNA sntqph oMeiouis) frrea t rdra (Pairing 
of homologous chromosomes) t sin (Crosing over) awr dadi E rd fAn 1 tI 

C.C.S.U. Meenut 1990, 91, 93) 
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1. t (Maltineme or multistranded model) : gETR J Ta 7 s* DNA 

2. ro T (Unineme or single stranded model) 

Double helix da diDNA sm (Coiled) rs (tolded) 3744 Em *i 
r TET TT DNA 

garaga aisa (Unineme mode) 

Chromatid 

1. Tisa 
(Dupraw'sfolded fibre model) 

À 1965 K 

DNA tt ia 
double helix) T 

A 

Protein 
molecules 

TE 250 300 AT sn di E E M t gtd qa arpa Longitudinal and uransverse) 

2. eN ata (Nucleosome mode) : « se 1974 aTo to art a do sito 

THTR(RD. Karaberg Td 1.0.Tomas)à e a aitad =sitata(Nucleosome) 
m Fee 3Tade ar afuut (Outdet and coworkers) 1975 fr TI 

T EM 30 nm (300 A) dtat & t 30-am (30-nm fibre) E 

h Double stranded) DNA AA (Helix) sr d aar Fa (Coils) Aa d1 F 

iA T I1 nm (110 A) ga za 6 nm Tt (faa 11.5 B)II 
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11.5 A e B. A 11.6 

FS (Coiling) tda gus tfim (Primary packaging of chromatin) ee& a 
TT 10-am (10-am fibre) 

fafa a (Species) fm DNA (Linker DNA) a fA-fA d i rm DNAA 

30-nm ahor DNA za aufa (Super eoiling of DNA) 
10-am ta tfas fra (Linear arrangemen) Ftam di HI aa 10-am a 

I TSTA s Super order coiling 6d Tri H : FM TT 
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J qTon (Higher order colling) 

a (Metaphase) T TI 5 T 700 nm 7000 A aan *i A TTRT 

(Scafold)5 iIScafoldaea ITopolsomerase I) T 12 20 e 

ytent (Nonhistone proleins) à Afa Fm dI Scafold DNA E f fafe 
fSeaffold attachment regions 1 SAR» I Scaffold TaR Em dISARs 30-nm q 
TR(loops) B Giant supercols d I q TT (loop) 4500 I12000 qasiAgA d 
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SolenoidI(30-nm DI : T (loop) Topoisomerase scalfold àfrrom 

RNA polymerase 4 EU DNA TR RNA (m RNA) AHI (TE fen sfe 
Transcription 61 )TiATI TTsI U FRTI Y FTAII RNA polymerase aca d 

Pryor and coworkers) 1983 q7AA f s tsa ta fs ( 1.7) fre f d m (research) i a I sa Ua yfaetea (Uafolded 
transcriptioaal mode) di 


